The range of topics discussed during SFBT events is quite broad, covering many aspects of theoretical biology ranging from complex mathematical and physical problems to philosophical considerations. The articles published in this special issue serve to illustrate this diversity.
choosing convergence criteria when comparing two structures. Etienne Farcot and Jean-Luc Gouzé provide further results about a system they previously considered that describes gene regulatory networks. The problem that they consider is difficult because of the piecewise continuous nature of the vector field, and their results are quite profound. Virginie LeRolle et al. consider an electromechanical simulation model for the heart's left ventricle. This very detailed model mixes different formalisms and represents the system as consisting of twelve different subsystems, but it is striking that despite its complexity, real data was used to calibrate the model. Á ngeles Rincón et al. consider stochastic metapopulation models operating on two time-scales, with the movement between physical locations being much faster than the demographic processes within the locations. They study the relation between the original model and the so-called reduced model in which the fast timescale has been eliminated. Finally, Mansour Serghini et al. formulate a sizestructured population dynamics model for the evolution of the distribution of sardines on the Moroccan coast, and use data to find the value of the growth rate of the population. They consider the sensitivity of this growth rate on parameters of the model and propose strategies to raise this growth rate, which they find to have a value less than one (implying ceteris paribus a reduction of the population).
